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Education

Giulio Galla obtained the M.S. graduating in Crops and Plant Biotechnology in 2005
with at the Agriculture Faculty of the University of Padova. Since 2007 he spent
several training periods in national and international laboratories. In 2009 he
attained the Ph.D. title in Crop-Biotechnologies and the mention of Doctor European
at the Department of Crop Plant Science of University of Padova. After the Ph.D. he
worked for short periods in Italian and European laboratories to carry out research
activity on population genetics and seed production. He is currently a Post-Doc in
the Laboratory of Genetics and Genomics at DAFNAE - University of Padova.

Teaching activity

From 2008 to 2012 he worked as assistant professor of Prof. Gianni Barcaccia in the
academic courses Genomic Analysis and Advanced Biotechnologies.

Research activity and scientific papers

In the last 5 years he was involved in several research mainly focused on the



following themes: i) plant reproductive systems in model species; ii) genome
analysis by means of PCR-derived molecular markers; iii) transcriptome analysis by
means of high-throughput pyrosequencing, gene expression studies and functional
analysis of genes; iv) bioinformatics, Gene Ontology, miming of expression data and
their integration in known metabolic pathways. He is currently reviewer of some
international scientific journals of genetics and genomics.

He got published 17 original articles on international journals with referees and 39
abstracts on proceedings of Italian meetings and international congresses and
workshops.

Since 2013 he is administrating the Hypericum flower transcriptome database
(https://147.162.139.232 /account/login/; Galla et al., in prep).

Periods of documented scientific postdoctoral activity

From 17/04/2009 to 19/06/2009
Postdoctoral activity in the project: "Studio del flusso genico in mais". Researches
were conduced in the Department of Environmental Agronomy and Crop Science of
the University of Padova. The aim of the project was that of investigating the amount
of genetic flow eventually existing in two different corn varieties, cultivated in
adjacent parcels. Experimental procedures allowed estimating the entity of present
gene flow along with variation of pollen transmission according to plant
physiological and environmental conditions.

From 16/07/2009 to 31/08/2009
Postdoctoral research activity in the project: "Deep transcriptome sequencing using
454 technology in Hypericum perforatum"”. Researches were conduced in the in the
Apomixis group coordinated by Dr. Timothy F. Sharbel of the Leibniz Institute of
Plant Genetics and Crop Plant Research (06466, Gatersleben, Germany). The aim of
the project was that of sequencing all mRNAs expressed in flowers of apomictic and
sexual plants. Preliminary results of the sexual transcriptome were presented at the
Annual Conference of the Italian Society of Agricultural Genetics in September 2010.

From 01/09/2009 to 31/12/2009
Research activity in the project named: "Analisi genomiche in varieta locali di mais".
Researches were conduced in the Department of Environmental Agronomy and
Crop Science of the University of Padova. In this project different local varieties of
corn were investigated by studying both the genetic variability within populations



and the genetic differentiation among populations, using AP-PCR markers to analyze
quantitative polymorphisms between pooled DNA samples.

From 15/03/2010 to 14/07/2010
Postdoctoral research activity in the project: "Analisi genetiche e genomiche in
radicchio". Researches were conduced in the Department of Environmental
Agronomy and Crop Science of the University of Padova. In this project, genetic
analyses were carried out to characterize a number of commercial varieties and
inbred lines of red chicory. Research activity was based on both dominant and co-
dominant molecular markers that were applied to infer the rates of heterozygosity
and homozygosity of synthetic varieties and inbred lines, respectively.

From 15/07/2010 to 31/12/2010
Research activity in the project: "Genomica, con esperienza nell'ambito dell'uso di
marcatori molecolari per l'identificazione genetica di organismi, con particolare
riferimento alle specie vegetali". The project is currently coordinated by Prof. Fanti
of the Department of Mechanical Engineering of the University of Padova, while
researches are proceeding in the Department of Environmental Agronomy and Crop
Science, under the scientific supervision of Prof. Barcaccia. The aim of the project is
that of characterizing a collection of ancient pollen grains isolated from very old
manufactures. The precise identification of biological specimens is currently in
progress using the technology DNA barcoding.

From 01/01/2011to 31/12/2011
Research activity In the Project: “Genomica comparative e funzionale per clonare e
caratterizzare geni candidate al controllo dell’apomissia in iperico”. The project was
under the scientific supervision of Prof. G Barcaccia at the Department of
Environmental Agronomy and Crop Productions of the University of Padova.

From 01/01/2012 to 21/06/2013
Research activity in the project Giovani Studiosi 2010: "Comparative and functional
genomics for cloning and characterizing candidate genes for apomixis”. The project
was under the scientific supervision of Prof. G Barcaccia at the Department of
Agriculture Food Natural Resources Animals and Environment of the University of
Padova. The project was aimed at studying the possible changes that are associated
to the development of the different flower parts in sexual and apomictic Hypericum
perforatum L. plant accessions for the identification of genes associated to apomixis
in this model plant.
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